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Cay phan loai (M. tuberculosis)
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C6 nguén géc tir 250-1000
nam trwoc

« Lineage 1: nguén gbc tw
Dong Phi

» Lineage 2: nguon goc tir
Bong A (Bac Kinh —
Trung Qudc)
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L2 va L4 > lao phdi
(PTB) so voi L1

L2 > lao phdi (PTB) so
voi L1, L3 va L4

TBM v&i L2 > bach cau
(WCC) va thoi gian khoi
phat ngan hon

Thoi gian chuyén doi nudi cay
dom ngan hon & L1 so v&i L2-4
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Ngudn di liéu:
* Viét Nam: th&r nghiém lam sang va quan sat

« 02TB
« 05TB
- 23TB
- 26TB
« 27TB
- 28TB
« 29TB

«  Trung Qubc
- Piéu tra hién mac quéc gia, chi lao phdi
* Indonesia
« Th& nghiém lam sang vé lao
« Nghién ctru quan séat vé bénh tiéu dworng & lao phdi

« ltaly
« Nghién ctru trén tat cd bénh nhan, chilao phdi
* Peru

« Nghién ctru quan sat, chi lao phbi
* South Africa
« Nghién ctru lao phdi, khéng chon loc
« UK and Germany
« Nghién ctru trén quan thé, khéng chon loc
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12,547 mau tir 8 quoc gia

Quéc gia Loai div liéu

Germany
UK
Italy

South
Africa

Vietnam 1
Vietham 2
Vietnam 3
Vietnam 4
Vietnam 5

Vietnam 6

Nghién ctru quan thé vé bénh lao & Hamburg
Nghién ctru quan thé vé bénh lao & Birmingham
T4t ca cac mau lao phdi dwoc phan lap tir bénh nhan & Milan

Nghién ctru ty 1& khang Bedaquiline & bénh nhan lao da khang
thuc MDR-TB

Nghién ctru quan sat trén tat cd bénh nhan lao phdi

Nghién ctru quan sat trén bénh nhan lao phéi da khang thudc
Nghién clru quan sét lao phdi nhay cdm véi rifampicin

Thé nghiém I1am sang v&i lao viém mang ndo

Thlr nghiém |am sang v&i lao viem mang ndo & ngudi nhiém HIV
Thér nghiém I1am sang v&i lao viém mang ndo & ngudi khdng
nhiém HIV

Indonesia 1 Th&r nghiém lam sang vé&i lao viém mang néo
Indonesia 2 Nghién ctru quan sat lao phéi, tdng da khang thuéc

China

Peru

Nghién ctru ty 1& mac lao phdi

Nghién cru quan sét vé lao phdi

b=

673

1653

90

175
1536
257
537
370
111
105

106
765

5445

429

Sai léch
Tang bénh lao phéi do dé 1y mau

Pai dién

Chi lao phdi

Tang khang rifampicin; chi c6 bénh lao phdi
Chi lao phdi

Chi lao phéi da khang thuéc

Chi lao phdi nhay cam véi Rifampicin

Chi lao viém mang nédo

Chi lao viém mang néao; HIV+

Chi lao viem mang néo; HIV-

Chi lao viém mang ndo
Chi lao phdi; tang lao da khang thubc

Chi lao phdi

Chi lao phdi
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Quéc gia # MAau L1 L2 L3 L4
All 12547 1024 6477 (52%) 796 (6%) 3955 (32%)
(8%)
China 5468 26 3865 3 1551
Vietnam 2916 693 1954 0 269
UK 1653 214 86 704 649
Indonesia 872 38 344 0 489
Germany 797 38 62 82 491
Peru 690 0 64 0 365
South 176 3 94 2 76
Africa

ltaly 96 12 8 5 65



oucru

UN

OXFORD

Phoi nhiém: Ching lao

Két cuc: Lao phoi

Nhiéu: Quéc gia, Di trd, Tudi, Gi&i, Pai thao
dwdrng, Nhiém HIV
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Anh hwéng cua ching lao dén lao phoi

Pulmonary vs. extra-pulmonary TE, by lineage and country
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*p<0.05, *p<0.01, ***p<0.001

Logistic regression model controlling for sex, immigration status and country of data origin.
‘Combined’ refers to the pooled data from the named countries.

Paoint Estimate and 95% CI

CMA of the effect of lineage on pulmonary TB mediated by drug resistance
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CMA: Causal mediation analysis.

NDE: natural direct effect odds ratio; NIE: natural indirect effect odds ratio; TE: total
effect odds ratio;

Multi-variable models adjusted for country, immigration, and age are shown.
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Anh hwéng cua chiing lao dén lao ngoai phoi

Estimated odds ratio of different forms of EPTB compared to PTB, by lineage
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*p<0.05, *p<0.01, **p<0.001

Multinomial, multivariable regression for pulmonary TB vs. three types of extra-pulmonary TB (TB meningitis, TB osteomyelitis, and other forms of extra-pulmonary TB), by
lineage. | separately ran a Wald test on each of the comparisons — for lineages 2, 3 and 4 TB osteomyelitis was significantly less likely than ‘other’ forms of TB, compared to L1.
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Anh hwéng cta ching lao dén tao hang (lao phéi)

Phoi nhiém: Ching lao

Két cuc: Tao hang (lao phéi)
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Anh hwéng cua ching lao dén tao hang (lao phéi)

Cavity vs. no cavity, by lineage and country
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Logistic regression model for cavity vs. no cavity among patients with pulmonary TB. The

model controls for sex, age, and country of data origin.

‘Combined’ refers to the pooled data from the named countries.

Point Estimate and 95% CI

CMA of the effect of lineage on cavity mediated by drug resistance
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CMA: Causal mediation analysis.

NDE: natural direct effect odds ratio; NIE: natural indirect effect odds ratio; TE: total
effect odds ratio;

Multi-variable models adjusted for country, immigration, and age are shown.
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Anh hwéng cia ching lao dén thei gian dén chuyén am

Phoi nit&H GéYg lao

Két cuc: Thoi gian dén chuyén phét/cay
Nhiéu: Quoc gia, Di trd, Tudi, Gii
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Anh hwéng cia ching lao dén théi gian dén chuyén am
soi/cay

Estimated time ratios to (i) culture and (ii} smear conversion CMA of the effect of lineane on time to culture conversion mediated bv drua resistance and cavitv
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Interval censored regression using accelerated failure time models. Data from Indonesia, Italy
and South Africa all had interval censored data whereas the data from Vietham were binary
(<=60 days or >60 days). The Vietnamese data were therefore converted to interval data (“. to
60” if <=60; and “61 to .” if >60). All variables from the multi-variable model are shown.

NDE NIE

Lineage 2

CMA: Causal mediation analysis.

NDE: natural direct effect odds ratio; NIE: natural indirect effect odds ratio; TE: total

effect odds ratio;

Multi-variable models adjusted for country, immigration, and age are shown.
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Phat hién:

« L1 anh hwéng dén lao ngoai phéi (EPTB)

« L1 c6 nhiéu kha nang tao hang hon khi dan dén lao phéi (PTB)

» L2 &nh hwéng dén ca lao phoi va tao hang do lao phoi vira doc lap
(@nh huong trc tiép) va lan truyén qua tinh trang khang thudc (anh
hwédng gian tiép).

Phién giai:

« L1 gay tao hang dé bu dap cho wu thé né gay ra lao ngoai phdi

« Tinh trang khang thudc tai viing khu vwe L2 Iwu hanh can dang lwu

tam trong viéc dw phong, kiém soét va diéu tri bénh lao, dic biét I1a
lao phdi.
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